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Name Hiroshi Sekiya
Conformational Transition of Proteins and their Control in Restricted

Hydration Spaces Formed by Crowded Biomacromolecules

Professor
Faculty of Sciences, Kyushu University
[E-mail] sekiya@chem.kyushu-univ.jp

‘ b 4 [Speciality] Physical Chemistry

[ Keywords] small droplet, proteins, conformational transition, surface,
hydration

We aim to understand the conformational transition and to control it in the hydration spaces

restricted with crowded huge biomolecules.
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Excited-state multiple-proton Dynamics of hydrated cluster ions
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Mechanism of excited-state proton Water migration (upper scheme) and
transfer was clarified rearrangement of water networks

(lower scheme) were observed.

Fluctuation in hydrated cluster
Trap of a small droplet

Home-made apparatus to trap
Water fluctuates between several sites a small droplet was designed



