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We will develop new lanthanoid-chelating tags (LCTs) for in-cell NMR studies. Pseudocontact
shifts observed for the LCT-tagged proteins in cells enable the analyses of protein structures,
relative orientations of domains and protein complexes under physiological environment.

Research Group Activity

Development of new lanthanoid
chelating tags for in-cell NMR

In-cell PCS NMR expenments in Hela cells using [Ln(M8-
CAM)]-tagged proteins
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Pseudocontact shifts for structural
analyses of proteins in cells
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Bayesian inference assisted
protein structure refinement
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More efficient structure calculations

Structure determination of
proteins in eukaryotic cells

Eukaryotic in-cell NMR

Protein expression systems
Cultured insect cells (Sf9)
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Introducing proteins from outside of the cells
Cultured mammalian cells (HeLa, HeLa.S3)

Cell penetratin:
peptides (CPPs)

Electroporation

A pore forming toxin

Development of eukaryotic in-cell NMR
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Nonlinear sampling and QME processing



