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Satoshi Takahashi

[Research Subject] Investigation on the dynamics of protein folding by single
molecule fluorescence spectroscopy
Professor, Institute of Multidisciplinary Research for
Advanced Materials, Tohoku University

[E-mail] st@tagen.tohoku.ac.jp

[Speciality] Protein Science, Biophysics

[ Keywords ] Protein folding, Single molecule fluorescence

spectroscopy, Time series data analysis
We will investigate the dynamics of protein folding and functions based on advanced methods of
single molecule fluorescence spectroscopy. We will also develop a new strategy of protein

design that uses single molecule fluorescence techniques.

Research Group Activity

Protein dynamics based on high speed tracking
of single molecule FRET spectroscopy

Long-time and high time resolution detection
of single molecule FRET time series
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Folding dynamics of BdpA by An example of long FRET

line confocal microscopy

Development of a new strategy
of protein design
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Phage selection based on single
molecule molecular sorter

trajectories enabled by HPD

The 1D sliding dynamics of transcription
factors along DNA
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Single molecule fluorescence tracking of
the sliding dynamics of p53



